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Physical map of the HLA complex, showing the microsatellite markers used in this study.  The map coordinates are
based on the 3,838,986 bp consensus map available at the Sanger Centre web site. The positions of markers indicate the
centromeric end of the amplimers, and the positions of genes indicate the translation start codons.  Positions of RH1 and
RH2 are also indicated (see publication for details).


